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STELA adaptation performed with 6 different ligation reactions each with 0.9 µM telorettes.
STELA adaptation was performed while diluting the concentration of telorettes # 3, 4 and 5 from 10 -2 µM till 10 -6 µM. for each ligation reaction multiple PCR reaction were performed.
C. STELA adaptation was performed while diluting the concentration of telorettes # 2 and 3 from 10 -2 µM till 10 -8 µM.
The results show that at 0.9 µM concentration all six telorettes are able to ligate to the telomere end and generate similar number of amplification products. However, at lower concentrations (10 -2 -10 -6 µM) only telorette #3 was significantly able to ligate to the telomere ends. 10 -2 µM 10 -3 µM 10 -4 µM 10 -5 µM 10 -6 µM 10 -7 µM 10 -8 µM 10 -2 µM 10 -3 µM 10 -4 µM 10 -5 µM 10 -6 µM 10 -7 µM 10 -8 µM #3: -ATCCCAATC-5' #2: -CAATCCCAA-5' 10 -2 µM 10 -3 µM 10 -4 µM 10 -5 µM 10 -6 µM 10 -7 µM 10 -8 µM 10 -2 µM 10 -3 µM 10 -4 µM 10 -5 µM 10 -6 µM 10 -7 µM 10 -8 µM 
The results show that at 0.9 µM concentration all six telorettes are able to ligate to the telomere end and generate similar number of amplification products. However, at lower concentrations (10 -2 -10 -6 µM) only telorette #3 was significantly able to ligate to the telomere ends.
Generation of Artificial Telomeres
PUC19 plasmid was digested with AatII and Nde I (Promega 1U/µg), then dephosphorylated with alkaline phosphatase (Roche). In parallel, six G-rich oligonucleotides (sequence below) were individually annealed to a complimentary oligonucleotide (see below) such that they reconstituted an AatII site on the 5′ end and a 3′ telomeric overhang with specific terminal nucleotides. Using T4 ligase (Roche applied science 10 U/µL), the vector was ligated to the double-stranded oligonucleotides. Gel purification was applied to purify the overhang-possessing vectors from the free double stranded oligonucleotides. 
Randomizing the Terminal Nucleotides
To randomize the C rich terminus, DNA was incubated with T7 Exonuclease (10 U/µl) (New England Biolabs) in 1X NEBuffer 4 at 25°C for 3 min. To randomize the G-rich terminal nucleotide, DNA was first incubated with Exonuclease 1 (E. coli) (20 U/µl) (New England Biolabs) in 1× Buffer (provided by manufacturer) at 37°C for 12 hours, heat inactivated at 80°C for 10 min, then DNA treated with T7 exonuclease to ensure the presence of an overhang to allow the annealing of the platform guide oligo.
